Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.047; wR factor = 0.143; data-to-parameter ratio = 18.4. Bruker (2005). APEX2 and SAINT.
In the title compound, C 15 H 22 N 2 O, the octyl group adopts an all-trans conformation. In the crystal, molecules form centrosymmetric dimers with an R 2 2 (8) graph-set motif, linked by pairs of N-HÁ Á ÁO hydrogen bonds. In addition, C-HÁ Á ÁO contacts are observed.
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Experimental
D-HÁ Á ÁA D -H HÁ Á ÁA D Á Á ÁA D -HÁ Á ÁA N1-H1Á Á ÁO1 i 0.
1-Octyl-1H-benzimidazol-2(3H)-one Dounia Belaziz, Youssef Kandri Rodi, El Mokhtar Essassi and Lahcen El Ammari Comment
Benzimidazol-2-one derivatives are useful heterocyclic building blocks and are prominent structural elements of compounds demonstrating a wide variety of pharmacological and biochemical properties (Soderlind et al., 1999) .
In this work, we have been able to react 1H-benzimidazol-2(3H)-one with 1-bromooctane in the presence of a catalytic quantity of tetra-n-butylammonium bromide under mild conditions to furnish the title compound (Scheme I).
The 1-octyl-1H-benzimidazol-2(3H)-one molecule structure is built up from fused six-and five-membered rings linked to C 8 H 17 chain as shown in Fig.1 . The fused-ring system is essentially planar, with a maximum deviation of 0.0045 (17) Å and 0.0080 (13) Å for C7 and N2 respectively. The dihedral angle between them does not exceed 1.20 (9)°. The octyl group is nearly perpendicular to the benzimidazole plane as indicated by the torsion angle of C1 N2 C8 C9 = -105.19(0.19)°. The structure of the title compound is similar to 1-nonyl-1H-benzimidazol-2(3H)-one (Ouzidan et al., 2011) and 5-chloro-1-nonyl-1H-benzimidazol-2(3H)-one (Kandri Rodi et al., 2011) .
In the crystal, the molecules form centrosymmetric dimers linked by N-H···O hydrogen bonds with R 2 2 (8) graph set motif.
Experimental
To 1H-benzimidazol-2(3H)-one (0,2 g, 1,5 mmol), potassium carbonate (0.41 g, 3 mmol), and tetra-n-butylammonium bromide (0.1 g, 0.3 mmol) in DMF (15 ml) was added 1-bromooctane (0.3 ml, 1.8 mmol). Stirring was continued at room temperature for 6 h. The salt was removed by filtration and the filtrate concentrated under reduced pressure. The residue was separated by chromatography on a column of silica gel with ethyl acetate/hexane (1/2) as eluent. Colorless crystals were isolated when the solvent was allowed to evaporate.
Refinement
H atoms were located in a difference map and treated as riding with N-H = 0.86 Å, C-H = 0.93 Å (aromatic), C-H = 0.97 Å (methylene) and C-H = 0.96 Å (methyl) with U iso (H) = 1.2 U eq (aromatic, methylene) and U iso (H) = 1.5 U eq (methyl). 
Computing details

Figure 2
Molecule and its symmetry through the inversion center linked by hydrogen bonds and building dimers. Refinement. Refinement of F 2 against all reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on all data will be even larger. (9) 0.0099 (7) 0.0081 (7) −0.0002 (7) N2 0.0616 (9) 0.0464 (8) 0.0471 (8) 0.0075 (7) 0.0023 (6) 0.0000 (6) C2 0.0494 (9) 0.0448 (9) 0.0518 (9) −0.0031 (7) 0.0033 (7) 0.0014 (8) C1 0.0515 (9) 0.0476 (10) 0.0538 (10) 0.0006 (8) 0.0054 (7) 0.0034 (8) C7 0.0569 (10) 0.0452 (9) 0.0474 (9) −0.0018 (8) 0.0001 (7) 0.0005 (7) 
1-Octyl-1H-benzimidazol-2(3H)-one
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